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Family
Actinomycetaceae
Bacteroidetes_F
Cellulomonadaceae
Clostridiaceae
Corynebacteriaceae
Dermabacteraceae
Fusobacteriaceae
Lactobacillaceae
Leptotrichiaceae
Micrococcaceae
Mycobacteriaceae

Other: < 10%

Promicromonosporaceae
Reichenbachiellaceae
Saccharibacteria_(TM7)_F-1
Saccharibacteria_(TM7)_F-2
Selenomonadaceae
Streptococcaceae

Streptosporangiaceae

Veillonellaceae



